[image: ]
MOHCCN PROJECT SUMMARY
CASE-GENERATING (COHORT) PROJECTS

When submitting the summary, please send a Word document and use the following naming convention for the file: CONSORTIUM-COHORT.NUMBER-LEAD.PI.LAST.NAMES (e.g. ACC-A1-XU.CARTER)

	Summary submitted by:

	Insert name(s) here.



Consortium: 
Project ID: 
RPGA #:
Project Title: 
Project Dates: MM-YYYY – MM-YYYY

	Team Information  

	Please list all team members contributing to this project. Team members can include collaborators, trainees, project managers, patient partners, etc. Please include names and institutions, and, for other team members, their position. 

	Principal Investigator(s): 
· e.g. Jane Doe (University of Canada – professor)

	Co-Investigator(s):  
· e.g. Sam Smith (Canada Hospital – medical oncologist)

	Other team members:  
· e.g. Mary Jane (University of Canada – project manager)
· e.g. John Doe (patient partner)



	Cohort Information  

	Select the relevant groups that will be included in this cohort. This information will assist TFRI with understanding the makeup of the Gold Cohort and ensure we have this information on file for all cohorts. Select all that apply. Include the number or proportion of cases the category applies to, as appropriate – this number can be approximate, and will not be used for any official tallies. Please consider the following definitions.
A prospective case is defined as one where the patient is alive and able to consent to the study. If the study includes return of results (e.g. GenerationALL), then there should be a reasonable chance that the patient may stand to benefit from the analysis. Although fresh biopsies are preferred, retrospective/biobanked samples (preferably <2 years old) may be used where relevant (e.g. if a new biopsy cannot or should not reasonably be obtained) and the case is still considered prospective.
A longitudinal case is defined as one where samples from more than one lesion are profiled. This can include, for example, paired primary and recurrent or metastatic samples. Longitudinal cases in Phase 2 must represent patients newly added to the Gold Cohort. For example, a patient whose primary tumour was profiled during Phase 1 and who now presents with a recurrence is not eligible to receive repeated tumour WGS/RNA-seq in Phase 2. Longitudinal cases should meet the definition of a prospective case, but can use retrospective/biobanked samples to complete the pair. For example, a patient who presents with a recurrence, who is not already in the Gold Cohort, and who has a biobanked primary sample available for sequencing would be eligible. Multiple samples from the same tumour/lesion (i.e. spatial profiling) are not eligible.
A retrospective case is defined as one where the patient is deceased or unable to consent to the present study (e.g. not reachable). In such cases, the specimen for genomic profiling is typically obtained from a biobank. The patient may have consented to research use of their samples, or a consent waiver may have been granted by a research ethics committee. Retrospective samples are generally not eligible in Phase 2, but exceptions may be made for special projects. Prior approval is required to include retrospective cases.

	Cancer type(s) profiled: Insert text here 

	Cohort type: ​☐​ Prospective	​☐​ Retrospective

	Insert comments here (optional).

	Project includes return of results (genomic report) to treating physicians: 

	​☐​ Yes (somatic only): #/%
​☐​ Yes (germline only): #/% 
	☐​ Yes (somatic & germline): #/% 
​☐​ No: #/%

	Insert comments here (optional).

	Project relies on GenerationALL and/or KnowMyGenes protocol(s):
​☐​ Yes (GenerationALL only)    ​☐​ Yes (KnowMyGenes only)    ​☐​ Yes (both)    ​☐​ No

	Insert comments here (optional).

	Project includes additional molecular profiling (in addition to WGTA): ​☐​ Yes	​☐​ No 
If yes, please describe the additional molecular profiling and the (approximate) number of cases covered (e.g. all cases will also have proteomic profiling, 50% of cases will also have single-cell RNA-seq, etc.).

	Insert comments here (optional).

	Project includes longitudinal profiling: ​☐​ Yes	​☐​ No
If yes, please describe the nature of the longitudinal profiling and the (approximate) number of cases covered (e.g. “We expect to profile (WGS + RNA-seq) matched recurrent samples for 10% of cases”).

	Insert comments here (optional).

	Project includes profiling of patients in active clinical trials and/or using WGTA profiling to inform clinical trial matching: ​☐​ Yes	​☐​ No
If yes, please add clinical trial names/IDs below if known.

	Insert comments here (optional).

	Project is related to a MOHCCN Phase 1 project/cohort: ​☐​ Yes	  ​☐​ No 
If yes, please specify project/cohort and describe relationship.

	Insert comments here (optional).

	Cohort will include cases from the following underserved and underrepresented groups:  
Definitions for these groups can be found in the MOHCCN Underserved and Underrepresented Populations Policy. Please only select a group if you are certain that your cohort includes cases from that group. 

	​​☐​ Indigenous communities: 
	​​☐​ all 
	​​☐​ some: #/% 

	​​☐​ 2SLGBTQI+ communities: 
	​​☐​ all 
	​​☐​ some: #/% 

	​​☐​ Children with cancer (0-14 yrs, or local standards): 
	​​☐​ all 
	​​☐​ some: #/% 

	​​☐​ Adolescents and young adults (AYAs, 15-39 yrs): 
	​​☐​ all 
	​​☐​ some: #/% 

	​​☐​ Older adults (65+ yrs): 
	​​☐​ all 
	​​☐​ some: #/% 

	​​☐​ Individuals with advanced cancers: 
	​​☐​ all 
	​​☐​ some: #/% 

	​​☐​ Individuals with rare cancers: 
	​​☐​ all 
	​​☐​ some: #/% 

	​​☐​ Non-English or -French speaking communities: 
	​​☐​ all 
	​​☐​ some: #/% 

	​​☐​ Newcomers to Canada: 
	​​☐​ all 
	​​☐​ some: #/% 

	​​☐​ Rural and remote communities: 
	​​☐​ all 
	​​☐​ some: #/% 

	​​☐​ Individuals with low socioeconomic status: 
	​​☐​ all 
	​​☐​ some: #/% 

	​​☐​ Individuals with a disability: 
	​​☐​ all 
	​​☐​ some: #/% 

	​​☐​ Individuals with inconsistent access to care: 
	​​☐​ all 
	​​☐​ some: #/% 

	Research topics (select all that apply): 

	​​☐​ Artificial intelligence & machine learning
☐​ Biobanking 
​​☐​ Cancer monitoring 
​​☐​ Cancer policy 
☐​ Cancer prevention
☐​ Chemotherapy
☐​ Continuing medical education
☐​ Digital pathology
​​☐​ Environmental cancer risk 
☐​ Epigenomics
☐​ Genomics
☐​ Health equity
​​☐​ Health technology assessment 
​​☐​ Hereditary cancer risk 
☐​ Immune profiling
​​☐​ Immunotherapy 
☐​ Lifestyle interventions
​​☐​ Liquid biopsy 
​​☐​ Metastasis 
​​☐​ Microbiome 
​​☐​ Novel therapeutics 
	​​☐​ Patient-centred care 
​​☐​ Predictive biomarkers 
☐​ Proteomics
☐​ Public health
☐​ Radiation therapy
☐​ Rare cancers
☐​ Science communication, knowledge translation, knowledge mobilization
☐​ Screening & cancer detection
☐​ Single-cell profiling
☐​ Spatial profiling
☐​ Survivorship
​​☐​ Technology development 
☐​ Transcriptomics
​​☐​ Treatment optimization 
​​☐​ Treatment resistance 
​​☐​ Tumour biology 
​​☐​Tumour microenvironment 
​​☐​Tumour models 
​​☐​ WGTA-informed care 
​​☐​ Other (please describe below)

	Insert comments here (optional). 



	Project summary

	Provide a summary written in plain language that includes the following sections. Maximum 500 words.
Background and rationale: A brief description of the field and the reason for the study.
Objective(s): The main objective(s) of the study.
Research plan: A summary of the proposed research plan, including a brief description of methods.
Anticipated outcomes and impact: A brief description of the expected results and of the (potential) impact of the research on cancer patients.

	Background and rationale: 
Objective(s): 
Research plan: 
Anticipated outcomes and impact: 

	Have you engaged or do you plan to engage with underserved communities and those underrepresented in cancer genomics research to ensure they are adequately represented in and have access to participating your project? If so, how? If not, why not?

	Insert text here.

	Have you engaged or do you plan to engage with persons with living and/or lived cancer experience (PWLLEs) as partners in your research? If so, how? If not, why not?

	Insert text here.



	Additional comments

	Insert text here (optional).
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